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PROTEOMICHS (2K3)





M.Sc. (BI),4TH Semester,(2096)

Time: Three Hours





          Maximum Marks: 75
Note: Part – A is compulsory. Attempt any nine questions from Part – B.







Part – A

1.
(a)
Define the terms: Structural Proteomics and Functional Proteomics.


(b)
State briefly does a prtoein’s shape reveal its function?


(c)
How can you measure protein interactions?


(d)
What are the applications of multiple alignments?


(e)
Write about Sum of Pairs (SP) method of multiple sequence alignment.


(f)
Describe 2-D gels method for identification of proteins.


(g)
What is the significance of protein folding?

(h)
Write a short note on ICAI(Isotope coded affinity tags).


(i)
Explain in brief about protein micoarrays.

(j)
What are non-homology methods of inferring protein – protein interaction?

(k)
What is yeast-two-hybrid (Y-2H) system?

(l)
Write a note on DIPTM database.

(m)
Name two sequence database search programs.

(n)
What do you know about sequence query?

(o)
Write briefly about Cell map proteomics.







Part – B

2. What is the significance of Domain fusion(Rosettastone)?

3. How structure determination of proteins can be done by NMR?

4. Describe the steps in Protein structure prediction.

5. Comment – The three dimensional structure is critical to understanding the protein function.

6. Explain why protein structure is such a challenging task.

7. Discuss the role of proten data banks in protein structure determination.

8. Describe the method of comparative structure prediction in protein structure.

9. Give a brief on X- ray crystallography method of protein structure determination.

10. Wriete short notes on 
a. Molecular Dynamics Simulations

b. Monte Carlo(MC) Simultations.

11. Describe neural network method for analysis & prediction of secondary protein.

12. Explain:

a. Motifs

b. Patterns

13. How can you predict protein sequence from DNA sequence?

(9 x 5 = 45)
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INTRODUCTION TO JAVA & INTRODUCTORY





COMBINATORIES




          Msc (Bio Informatics) 4th Semester

Time : 3 Hours






Max Marks:75

Note:  The question paper will consist of  TWO PARTS, A & B.

a. Part A is compulsory and has 15 short answer questions of 2 marks each.

Answer each of them in 40-60 words.

b. Part B has long answer questions of 5 marks each. Answer any nine 

Questions out of twelve.





Part A

1.

i. What are the various data types available in JAVA?

ii. How a variable (say p) is assigned a value that is given by the user through keyboard?

iii. What are operators? What are the various operators present in JAVA?

iv. What is meant by the statement, “Calling a Function”?

v. Can we use pointers in JAVA? Why?

vi. What are structures?

vii. What are exceptions in JAVA?

viii. What are the Markov Chains?Where can we use them?

ix. How many 10 digits numbers can be written using the number 1&2?

x. What are the numbers of different permutations of the word BANANA?

xi. If a pair of dice , is tossed once(or a dice is tossed twice), then what is the probability that a total of 9 will be achieved?
xii. Find the coefficient of the  in the expansion of (1+2x)10.
xiii. Differentiate between class and objects in object oriented programming.
xiv. How many words can be formed by shuffling the characters in word JAVA?
xv. How can we compile a JAVA program.
Part B

2. What is meant by control statements in a programming language? 
What are the various control statements in JAVA? Explain each of them with a suitable example and a proper syntax.

3. Write a program in  JAVA to find out the sun of n different numbers. The n different numbers are to be given as input by the user. The numbers that will be given as input can be whole numbers as well as decimal numbers,(ie 1,8,2,5.992,8.07,67……and so on).

4. What are the difference between arrays and structures? Explain with suitable examples and diagrams.

5. Distinguish between static memory allocation and dynamic memory allocation? Compare the advantages and disadvantages of each of them. How is both of them done in JAVA.

6. Write a program in JAVA to reverse a given string,like if the string is ‘MOTHER’, then output will display it as ‘REHTOM’.

7. What are the functions in a programming language? Why are they used? What are the various ways by which parameters can be passed into a fuction.

8. There are 5 addressed envelopes for 5 corresponding letters in the envelops. What is the probability that atleast one of the letter will reach a correct address.

9. There are (n+1) white and (n+1) black balls where each set is numbered 1 to n+1. What are the numbers of ways in which the balls can be arranged in row so that the adjacent balls are of different colours?

10. Suppose a coin is flipped until 2 heads appear and then the experiment stops. Find the reccurence relation for the numbers of experiment that end on the nth flip or sooner. Solve the equation so developed by any mechanism of your choice.

11. What are the Markov Chains? 
With a suitable example describe the Markov birth and death rule.

12. Discuss the concepts of the object oriented programming with suitable example.

13. What are generating functions? How are they useful? Find a generating function for the following series given as 3,32,33,34…. Also find the series whose generating function is given as
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